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“Here we describe the development of an online re-
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<component name=“Template Species” >
<variable name=“time” units=“second” public_interface="“in"/>
<variable name=“concentration” units=“nM” initial_value=“concInit” public_interface=“out”/>
<variable name=“JGain” units="“nM per s” public_interface="“in"/>
<math xmlns=“http://www.w3.0rg/1998/Math/MathML"”>
<apply>
<eq/>
<apply>
<diff/>
<bvar>
<ci>time</ei>
</bvar>
<eci>concentration</ci>
</apply>
<ei>JGain</ci>
</apply>
</math>
</component>
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